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The Marine Invasive Species Program (MISP) is responsible for biological sampling and analysis of non-indigenous species (NIS) in California's coastal waters
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Research Center samples
epifauna using PVC settlement
plates deployed for three-month
periods, set at ten sites per

including species identification of whole
samples (metagenetics) collected from
planktonic, hard- and soft-substrate
communities.

» Genetic analysis is used to corroborate
morphological identifications and screen
for possible cryptic species.

» This project was the first to use next-

generation sequencing for routine, high

volume DNA barcoding of marine NIS.

estuary.

Paired samples are collected
quarterly for morphological
analysis by taxonomists, as
well as, molecular genetic
analysis by MLML.

» In Phase 1, we found a relatively low number of species that were new to California, implying a possible decline in the rate
of new invasions in recent years. Ongoing sampling and analysis will test if the slowing rate of new invasions is real and if
it is caused by ballast water management. Results will be published in peer-reviewed journals.

» The efficiency of metagenetic analyses will allow us to sample more estuaries and will be the basis of a future broad scale
monitoring and detection program.

» In phase 2, we found that San Francisco Bay has the highest percentage of NIS richness, followed by Marina del Rey.
Further analysis will be reported later this year.




